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The influence of Hirudo nipponica on related genes expression during bone healing ZHENG Jun , DONG
Fuhui , CHENG Wei . Institute of Orthopaedics and Traumatololgy , China Academy of Traditional Chinese
Medicine ( Beijing , 100700, China )

[Abstract] Objective T, [, I procollagen mRNA, TGF-B; mRNA, BMP-2mRNA and VEGFmRNA
were observed dynamically during bone healing in order to express the influences of Hirudo nipponica on this
process, understand Hirudo nipponica regulation target, and create genetics of the Traditional Chinese
Medicine. Metheds Single factor interfere model was set up in SD rat. Selecting different time, the in situ hy-
bridization method was adopted to detect the change of above-mentioned all kinds of mRNA. Results 1 , I , I
procollagen mRNA, TGF-8; mRNA, BMP-2mRNA and VEGFmRNA have no remarkable positive expression
in normal group; Model group express intensity different in different cell and different time; there is significant
difference between Hirudo nipponica group and model group. Hirudo nipponica has different functions acts on
different gene,in different function time order and different functional strength. Cenclusion The application of
Hirudo nipponica during fracture healing can lead to the different genes expression in species, localization, time,
level and intensity. In conclusion, the using of Hirudo nipponica should be beneficial to bone repair.
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