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Effect of Xiaozhong Zhitong Ointment (i i I %% & )on MEF2 mRNA and protein expression in rats with gastroin-
testinal muscle injury WANG Gang and ZHAO Yong. Department of Orthopaedics and Trauma, W angjing Hospital , China
Academy of Chinese Medical Sciences ,Beijing 100102, China

ABSTRACT Objective:To investigate the effect of Xiaozhong Zhitong Ointment (Ji4 it 1195 & , XZZTO )on remodeling and
repair of skeletal muscle injury in rats based on the expression mechanism of microRNA. Methods: The rat gastrocnemius in-
jury model was established by blunt contusion model. The expression of MEF2 gene and protein in gastrocnemius muscle was
detected by quantitative PCR at 4,7,14 and 21 days after injury with XZZTO. The mechanism of the effect of XZZTO on the
muscle remodeling and repair of rat gastrocnemius contusion model was discussed. Results: The expression level of MEF2 in
the treatment group was significantly higher than that of the control group and model group, which further confirmed the impor-
tant role of MEF2 in inducing skeletal muscle remodeling and repair process in the topical drugs. The expression of MEF2 in-
creased at 7 days after injury and remained at a high level until 21 days after injury. Compared with the model group,the peak
expression period was about 14 days,and then returned to the general state. Conclusion: The expression level of MEF2 shows
an upward trend. Even 21 days after injury, the expression of MEF2 dose not show a significant downward trend. It can be seen
that XZZTO can promote the expression of MEF2. At the same time , XZZTO can regulate the regeneration and repair of skeletal
muscle. Therefore , XZZTO can play a regeneration and repair role after skeletal muscle injury through gene regulation.
KEYWORDS Muscle,skeletal ; Myogenic regulatory factor;

Wounds and injuries ; Phytotherapy; Rats
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Tab.2 Changes of the expression of myocyte enhancer
factor 2(MEF2) in different modeling times (x+s)

251 B &K 4d 7d 14d 21d
ZSEA40 23 1.00£0.10  0.95+£0.05  1.01x0.17  0.99:0.13
BigigZl 22 0.76£0.28  0.75x0.16 1.53x0.15"  1.01+0.02
WPl 24 0.61x0.18  1.50£0.08% 1.41+0.26% 1.48+0.17%
FAY 1.946 10.203 22.690 18.872
Pl 0.143 0.004 0.000 0.007

TE AL 4.7 d W, "P<O.01; 5441 4 d [L4, P<0.05
Note : compared with 4 d and 7 d in same group, *P<0.01; compared with
4 d in same group,“P<0.05
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Fig.1 Expression of myocyte enhancer factor 2 (MEF2) protein in rat

gastrocnemius muscle
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Tab.3 Changes of the expression of myocyte enhancer factor 2 (MEF2 )protein in different modeling times (x+s , gray value)

4151 s (491]) 4d 7d 14d 21d
ZEHA 23 0.164 60.001 2 0.168 00.001 5 0.267 3+0.001 6 0.255 2+0.001 3
1575 241 22 0.205 020.0020 0.216 720.000 6 0.258 6+0.001 5 0.168 60.000 2
EEaE| 24 0.188 8+0.0008 0.177 020.001 8 0.246 0+0.000 6 0.160 80.001 7
Fa 1.882 1.287 2.690 19.110

P i 0.134 0.288 0.238 0.000
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Fig.2 Changes trend of the expression of myocyte enhancer factor 2

(MEF2)protein at different timepoint
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